The expression of NOV and WT1 in renal cell carcinoma: a quantitative reverse transcriptase-polymerase chain reaction analysis.
The NOV gene was first identified as an aberrantly expressed gene in avian nephroblastomas induced by myeloblastosis-associated virus. Its expression has been shown to be altered in avian and human nephroblastomas, and to be a target of WT1 regulation. We analyzed the mRNA level of human NOV together with the mRNA level of WT1 in sporadic renal cell carcinoma (RCC). We quantified NOV and WT1 mRNA levels in surgical specimens from 57 patients with RCC using quantitative real-time polymerase chain reaction analysis. NOV mRNA levels decreased significantly in RCC compared with normal kidney tissue (p <0.001). The NOV mRNA level was higher in papillary than in clear cell RCCs (p = 0.040) and higher in G1 than G2 and 3 tumors (p = 0.01). WT1 was down-regulated in RCCs. No significant relationship was found for NOV and WT1 mRNA levels in our study. To our knowledge this is the first study to investigate the expression level of the NOV gene in a panel of human RCC tissues together with paired normal renal tissue. Our data indicate that NOV is associated with carcinogenesis and the progression of RCC, and the NOV expression level is different in papillary-type and clear cell-type RCC. There is a possibility that the regulation of NOV expression is different from the pathway regulated by WT1.